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Education and Training

Certificate in Data Science, University of California, Berkeley Extension, January, 2019

Postdoctoral Research, DOE-Joint Genome Institute (2013-2016). Advisor: Dr. Axel Visel.

e Leda project to identify plant microbial colonization genes using a functional genomics screen with Dr.
Jeffrey Dangl at the University of North Carolina, Chapel Hill. Developed a novel sequence-based
colonization bioassay leveraging Random-Barcoded TnSeq (RB-TnSeq) to profile all Pseudomonas
simiae genes for their contribution to thrive on Arabidopsis thaliana roots.

Postdoctoral Research, U. C. San Diego/U. Southern California 2011-2013. Advisor: Dr. Steve Kay.
e Participated in a collaborative study with Dr. Samuel Hazen (UMass Amherst), Dr. Todd Mockler, and
Dr. John Mullet (Texas A&M, Austin), to improve cereal grasses for biofuels production as part of a
DOE-funded program.
e Initiated studies of growth regulation by the circadian clock in Brachypodium distachyon using
guantitative gene expression profiling (RNA-seq) and live-imaging based phenotyping.

Ph.D Dissertation, U. C. San Diego 2006-2011. Advisor: Dr. Joanne Chory and Dr. Steve Kay.

e Developed integrated hardware and software components for imaging and morphometric analysis of
seedling phenotypes in a kinetic assay.

e Quantified transcript levels using quantitative real-time PCR and microarray analysis of RNA derived
from a time course of shade-treated Arabidopsis.

e Developed basic plant and molecular biology skills including growing and maintaining Arabidopsis
plants on plates and on soil, genetic crosses, transformations, cloning, DNA isolation, protein extraction
and purification, western blotting, and hypocotyl growth measurements.

BS: Rensselaer Polytechnic Institute, May, 2006
e Major: Bioinformatics and Molecular Biology, 2006.
e Graduated Summa Cum Laude; Overall GPA: 3.92/4.0

Research and Professional Experience

Research Scientist, DOE-Joint Genome Institute (2020-Present). Supervisor: Dr. Axel Visel.

e Received an ECRP award to build single-cell atlases for sorghum and switchgrass undergoing nutrient
limitation and drought.

e Leda project (funded by an LDRD with Henrik Scheller) to dissect the molecular events during
colonization by Arbuscular Mycorrhizal Fungi on Medicago roots with spatial, single-cell resolution.

e Collaborated with Gitta Coaker (UC Davis) on a project to explore plant/pathogen interactions at single-
cell resolution.

e Collaborated with John VVogel and Elizabeth Purdom to analyze 3 years of EPICON RNA-seq data.

Project Scientist, DOE-Joint Genome Institute (2016-2020). Supervisor: Dr. Axel Visel.
e Collaborated with Philip Benfey’s group (Duke University) to build a comprehensive single-cell root
transcriptome atlas.
e Led data analysis effort, in collaboration with Diane Dickel (LBNL) and Siobhan Brady (UC Davis), to
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characterize cell-type specific gene expression in plant roots using single-cell transcriptome profiling.

e Participated in a collaborative study with researchers from UC Berkeley, USDA-PGEC, and PNNL to
understand the molecular basis of drought in field-planted Sorghum bicolor. Coordinated efforts from
several groups, and participated in sampling, DNA/RNA and chromatin extraction, and initial analysis of
RNA-seq data.

Svnerqistic Activities

Awards:
e ECRP Award (2021; Defining the influence of environmental stress on bioenergy feedstocks at single-
cell resolution)
e LDRD Award (2020; Spatial Transcriptomics of the Plant/Microbial Interface)
e NSF IGERT Fellowship — Plant Systems Biology, 2007-2011.
e NSF Plant Research Program — Boyce Thompson Institute, Ithaca, NY 2005.
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