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Professional Preparation

University of Wisconsin at Madison, Biology and Bacteriology, B.S. 2003-2007
e University of Wisconsin at Waukesha, General Education
e University of Wisconsin at Whitewater, Computer Science and Pre-Business
e University of Queensland, Australia, Marine Science and Biology
e Kampala University, Uganda, Public Health

University of Hawaii at Manoa, Department of Oceanography and Hawaii Institute of 2008-2014
Marine Biology, Ph.D

University of Hawaii, Department of Oceanography, Postdoctoral Research Associate 2014-2015

University of Southern California, Department of Earth Sciences, Postdoctoral 2015-2016
Research Associate

e UNOLS Deep-Submergence Chief Scientist Training

US Department of Energy, Lawrence Berkeley National Laboratory, Joint Genome 2017-2019
Institute, Computational Biologist Postdoctoral Fellow

Appointments

Research Scientist, US Department of Energy, Lawrence Berkeley National 2021-present
Laboratory, Environmental Genomics & Systems Biology Division, Berkeley, CA

Affiliate Scientist, University of California, Department of Bioengineering, Berkeley, 2019-present
CA

Data Scientist, US Department of Energy, Lawrence Berkeley National Laboratory,  2019-2021
Environmental Genomics & Systems Biology Division, Berkeley, CA

Postdoctoral Fellow in Computational Biology, US Department of Energy, Lawrence 2017-2019
Berkeley National Laboratory, Joint Genome Institute, Walnut Creek, CA

Postdoctoral Research Associate, University of Southern California, Department of  2015-2016
Earth Sciences, Los Angeles, CA

Postdoctoral Research Associate, University of Hawaii, Department of 2014-2015
Oceanography, Honolulu, HI

Graduate Research Assistant, University of Hawaii, Department of Oceanography, 2012-2013
Hawaii Ocean Time-Series, Honolulu, HI

Graduate Research Assistant, University of Hawaii, Hawaii Institute of Marine 2008-2014
Biology and Department of Oceanography, Kaneohe, HI & Honolulu, HI

Research Scientist, Lucigen Corporation, Middleton, WI. 2007-2008
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Fellowships, Honors & Awards

Department of Energy Joint Genome Institute Computational Biology Postdoctoral
Fellowship

Center for Dark Energy Biosphere Investigations (C-DEBI) Graduate Student
Fellowship ($64,000)

Consortium for Ocean Leadership U.S. Science Support Program Schlanger Ocean
Drilling Fellowship ($28,000)

Refereed Competitive Grants

“Metagenomics of Viral and Microbial Communities Inhabiting Warm, Anoxic
Fluids of the Sediment-Buried Deep Ocean Crust”, supported by the DOE Joint
Genome Institute Community Sequencing Program (Lead-PI Michael Rappé;
Co-PIs Grieg Steward, Sean Jungbluth, Olivia Nigro).

“Promoting Scientific Collaborations, Networking and Professional Development
Among

C-MORE’s Next-Generation”, supported by the Center for Microbial
Oceanography: Research and Education (C-MORE) EDventures Program
(Co-funded with C-MORE Professional Development Organizing Committee;
$22,486)

“Metagenomics, Metatranscriptomics, and Single-Cell Genomics of Microbial
Communities Inhabiting Juan de Fuca Ridge Flank Borehole Fluids”, supported by
the Center for Dark Energy Biosphere Investigations (C-DEBI) Research
Support Program (Co-funded with Michael Rappé; $45,494)

Invited Seminars/Talks

2017

2012-2014

2010-2011

2015

2012

2011

February 2020: Beyond amplicons: genome binning and its role in re-shaping the tree of life.

Stanford University - Environmental Microbial Genomics Course, Stanford, CA.

October 2019: Hunting for life in sub-seafloor volcanoes and the explosive growth of microbiology as
a data science. San Francisco State University - Estuary & Ocean Science Center, Tiburon, CA.

September 2019: Omics-based discovery of novel environmental microbes and bioinformatic

applications. Bayer Crop Science, Sacramento, CA.

January 2019: Microbial genomics of marine and terrestrial biomes and opportunities for
collaborative science. Lawrence Berkeley National Laboratory Environmental Genomics &

Systems Biology Division Seminar, Berkeley, CA.



July 2017: Illuminating the phylogenetic breadth and metabolic potential of microbial life with
thousands of archaeal metagenome-assembled genomes. Archaea: Ecology, Metabolism &
Molecular Biology — Gordon Research Conference, Waterville Valley, NH.

January 2016: Investigating novel microbial life in the deep igneous oceanic crust. University of
Southern California Department of Earth Sciences Paleoenvironmental Seminar, Los Angeles, CA.

October 2014: Juan de Fuca Ridge flank basement fluid microbiology. C-DEBI Networked Speaker
Series. Honolulu, HI. [broadcast online]

September 2014: Microbial diversity in anoxic, subseafloor basaltic fluids. NASA Astrobiology
Institute Seminar, University of Hawaii, Honolulu, HI.

December 2012: Microbial diversity within Juan de Fuca ridge basement fluids sampled from oceanic
borehole observatories. American Geophysical Union Annual Meeting, San Francisco, CA.

Professional Service
Panelist, 2020: NSF Understanding the Rules of Life: Microbiome Theory and Mechanisms

Journal/Proposal Referee: Applied and Environmental Microbiology, Bioinformatics; BMC
Genomics; Computational and Structural Biotechnology; Environmental Microbiology; Estuarine,
Coastal and Shelf Science; FEMS Microbiology Ecology; Frontiers in Microbiology; ISME Journal;
Journal of Microbiological Methods; Limnology & Oceanography; Microbial Ecology; Microbiome
Journal; mSystems; National Science Foundation (Biological Oceanography; CAREER; Marine
Geology and Geophysics); Peer]; PLoS ONE

Co-organizer and co-moderator, 2013: C-MORE Networking Workshop at Association for Limnology
and Oceanography (ASLO) Aquatic Sciences Meeting, New Orleans, LA

Co-organizer and co-moderator, 2012: C-MORE Careers in Ocean Sciences Workshop, Honolulu, HI

Participant, 2010-present, C-DEBI, NSF-funded science and technology center of excellence,
University of Southern California

Participant, 2009-2011: DEBI RCN workshops of various topics (Borehole Observatories, Sediment
Microbiology, Ocean Crustal Processes) and at various locations (Kona, HI, Chapel Hill, NC,
Bremen, Germany)

Participant, 2008-2015, C-MORE, NSF-funded science and technology center of excellence,
University of Hawaii at Manoa

Science-Focused Community Service

Lecturer and Activity Lead, 2013-2015: Ongoing contributions to education of K-12 students and



educators on Oahu, Maui, Molokai, and Hawaii, sponsored by various organizations [C-DEBI,
National Aeronautics and Space Administration (NASA), and Center for Microbial Oceanography:
Research and Education (C-MORE)]

Judge, 2015-2014: Hawaii State Science and Engineering Fair



