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Professional Appointments

2018+ Project Scientist, Biological Systems Engineering Division. Biosciences Area, Lawrence
Berkeley National Lab. Berkeley, CA. Current appointment.

2010 Graduate Student Instructor: Undergraduate Genetics (MCB.140), Department of
Molecular and Cell Biology, UC Berkeley. Berkeley, CA. (Duration: 1 semester.)

2007 Technical Assistant I, Whitehead Institute for Biomedical Research. Cambridge, MA.
(Duration: Two years.)

2006 Laboratory Teaching Assistant: Undergraduate Molecular Biology Laboratory (7.02L)
Department of Biology, Massachusetts Institute of Technology. Cambridge, MA.
(Duration: 1 semester.)

Education

2016 Post-doctoral research in Microbial Systems Biology, LBNL. Berkeley, CA.
2015 Ph.D. in Molecular and Cell Biology, UC Berkeley. Berkeley, CA.

2007 B.S. in Biology, Massachusetts Institute of Technology. Cambridge, MA.

Invited Talks

2019 ECIL: Biochemical and Molecular Engineering XXI. Mont Tremblant, Quebec, Canada.
July 14-18t 2019.

2018 Society for Industrial Microbiology, Annual Meeting and Exhibition. Chicago, IL, USA.
August 12-16% 2018.
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Awards, Honors, Inventions

2019
2010
2009

Filed US. Patent Application 62/842,737.
National Science Foundation Graduate Research Fellowship (2010-2013)
National Institutes of Health Predoctoral Training Grant



2003 Robert and Mona Dillon Scholarship for Worthy Students (Internal, MIT)

Professional Service and Certifications

Principal Investigator of Record for BSL-2 level work at the Joint Bioenergy Institute/LBNL
(2018-present).

Sartorius Stedim ambr250 Basic Training Certification (December 2018)

Laboratory Safety Committee, Member (2016-present).

Trainees since 2015:

Undergraduate level: Peyton Freeman (2016), Brenda Wang (2017+), Andrew Lau (2018+), Jessica
Trinh (2018), Robin Herbert (2016-2018), Emily Bowen (2019).

Graduate level: Philipp Demling (2016), Yusuke Sasaki (2017), Alberto Lopes (2018)



