
  BIOGRAPHICAL SKETCH 
 
GARY L. ANDERSEN 
Department of Ecology, Earth Sciences Division   
Lawrence Berkeley National Laboratory, Berkeley, California 94720 
Phone: 510 495 2795, Email: GLAndersen@lbl.gov  
URL: http://esd1.lbl.gov/research/facilities/andersenlab/ 
http://ourenvironment.berkeley.edu/people_profiles/gary-andersen/ 
 
(a) Professional Training 
 
Undergraduate Institution: Northwestern University, Evanston, Illinois,  
 B.A. Biology 1978 
Graduate Institution: University of California, Berkeley, California 
 M.Sc. Plant Pathology 1982 
 Ph.D. Plant Pathology 1993 
 
 (b) Appointments: 
 
2012 – Present Adjunct Professor, Department of Environmental Science, Policy, and Management, 

University of California, Berkeley, CA 
2011 – Present Senior Scientist, Ecology Department Head, Earth Sciences Division, Lawrence Berkeley 

National Laboratory, Berkeley, CA 
2003-2011 Staff Scientist and Group Leader, Molecular and Microbial Ecology, Earth Sciences, 

Lawrence Berkeley National Laboratory, Berkeley, CA 
1997-2002 Sr. Biomedical Scientist, Biology & Biotechnology Res. Prog., Lawrence Livermore 

National Laboratory, Livermore, CA 
1993-1996 Postdoctoral Fellow, Department of Infectious Diseases, Duke University Medical 

School, Durham, NC 
 
(c) Peer-Reviewed Publications (h-index 49):   
 

1. Wang, J., Sandoval, K., Ding, Y., Stoeckel, D., Minard-Smith, A., Andersen, G., Dubinsky, E. 
A., Atlas, R., Gardinali, P. (2016) Biodegradation of dispersed Macondo crude oil by indigenous 
Gulf of Mexico microbial communities. Sci Total Environ. 557-558:453-68. doi: 
10.1016/j.scitotenv.2016.03.015. 

2. Ling, F., Hwang, C., LeChevallier, M. W., Andersen, G. L., Liu, W.T. (2016) Core-satellite 
populations and seasonality of water meter biofilms in a metropolitan drinking water distribution 
system. ISME J. 10:582-95. doi: 10.1038/ismej.2015.136. 

3. Hu, P., Tom, L., Singh, A., Thomas, B. C., Baker, B. J., Piceno, Y. M., Andersen, G. L., 
Banfield, J. F. (2016) Genome-Resolved Metagenomic Analysis Reveals Roles for Candidate 
Phyla and Other Microbial Community Members in Biogeochemical Transformations in Oil 
Reservoirs. MBio. 7:e01669-15. doi: 10.1128/mBio.01669-15. 

4. Lowell, J. L., Antolin, M. F., Andersen, G. L., Hu, P., Stokowsk, R. P., Gage, K. L. (2015) 
Single-Nucleotide Polymorphisms Reveal Spatial Diversity Among Clones of Yersinia pestis 
During Plague Outbreaks in Colorado and the Western United States. Vector Borne Zoonotic Dis. 
15:291-302. doi: 10.1089/vbz.2014.1714. 

5. Moissl-Eichinger, C., Auerbach, A. K., Probst, A. J., Mahnert, A., Tom, L., Piceno, Y., Andersen, 
G.L., Venkateswaran, K., Rettberg, P., Barczyk, S., Pukall, R., Berg, G. (2015) Quo vadis? 
Microbial profiling revealed strong effects of cleanroom maintenance and routes of 
contamination in indoor environments. Sci Rep. 5:9156. doi: 10.1038/srep09156. 

6. Saxena G, Marzinelli EM, Naing NN, He Z, Liang Y, Tom L, Mitra S, Ping H, Joshi UM, 
Reuben S, Mynampati KC, Mishra S, Umashankar S, Zhou J, Andersen GL, Kjelleberg S, 



G. L. Andersen CV 2 

Swarup S. (2015) Ecogenomics Reveals Metals and Land-Use Pressures on Microbial 
Communities in the Waterways of a Megacity.  Environ Sci Technol. 49:1462-71. doi: 
10.1021/es504531s. 

7. Priester JH, Van De Werfhorst LC, Ge Y, Adeleye AS, Tomar S, Tom LM, Piceno YM, 
Andersen GL, Holden PA. (2014) Effects of TiO2 and Ag Nanoparticles on Polyhydroxybutyrate 
Biosynthesis By Activated Sludge Bacteria. Environ Sci Technol. 48:14712-20. doi: 
10.1021/es504117x. 

8. Kellogg, C. A., Piceno, Y. M., Tom, L. M., DeSantis, T. Z., Gray, M. A., Andersen, G. L.  (2014) 
Comparing bacterial community composition of healthy and dark spot-affected Siderastrea 
siderea in Florida and the Caribbean. PLoS One. 9:e108767. doi: 10.1371/journal.pone.0108767. 

9. Piceno, Y. M., Reid, F. C., Tom, L. M., Conrad, M. E., Bill, M., Hubbard, C. G., Fouke, B. W., 
Graff, C. J., Han, J., Stringfellow, W. T., Hanlon, J. S., Hu, P., Hazen, T. C., Andersen, G. L. 
(2014) Temperature and injection water source influence microbial community structure in four 
Alaskan North Slope hydrocarbon reservoirs. Front Microbiol. 5:409. doi: 
10.3389/fmicb.2014.00409. 

10. Probst, A. J., Birarda, G., Holman, H. Y., DeSantis, T. Z., Wanner, G., Andersen, G. L., Perras, 
A. K., Meck, S., Völkl, J., Bechtel, H. A., Wirth, R., Moissl-Eichinger, C. (2014) Coupling 
Genetic and Chemical Microbiome Profiling Reveals Heterogeneity of Archaeome and 
Bacteriome in Subsurface Biofilms That Are Dominated by the Same Archaeal Species. PLoS 
One. 9:e99801. doi: 10.1371/journal.pone.0099801. 

11. Martinez, R. J., Wu, C. H., Beazley, M. J., Andersen, G. L., Conrad, M. E., Hazen, T. C., 
Taillefert, M., Sobecky, P. A. (2014) Microbial Community Responses to Organophosphate 
Substrate Additions in Contaminated Subsurface Sediments. PLoS One. 9:e100383. doi: 
10.1371/journal.pone.0100383. 

12. Closek C. J , Sunagawa, S., DeSalvo, M. K., Piceno, Y. M., DeSantis, T. Z., Brodie, E. L., 
Weber, M. X., Voolstra, C. R., Andersen, G. L., Medina, M. (2014) Coral transcriptome and 
bacterial community profiles reveal distinct Yellow Band Disease states in Orbicella faveolata. 
ISME J. 8:2411-22. doi: 10.1038/ismej.2014.85. 

13. Krebs, J. E., Vaishampayan, P., Probst, A. J., Tom, L. M., Marteinsson, V. T., Andersen, G. L., 
Venkateswaran, K. (2014) Microbial Community Structures of Novel Icelandic Hot Spring 
Systems Revealed by PhyloChip G3 Analysis. Astrobiology. 14:229-240. PMID: 24588539 

14. Wells, G. F., Wu, C. H., Piceno, Y. M., Eggleston, B., Brodie, E. L., Desantis, T. Z., Andersen, 
G. L., Hazen, T. C., Francis, C. A., Criddle, C. S. (2014) Microbial biogeography across a full-
scale wastewater treatment plant transect: evidence for immigration between coupled processes. 
Appl Microbiol Biotechnol. 98:4723-4736. PMID: 24553968 

15. Ceja-Navarro, J. A., Nguyen, N. H., Karaoz, U., Gross, S. R., Herman, D. J., Andersen, G. L., 
Bruns, T. D., Pett-Ridge, J., Blackwell, M., Brodie, E. L. (2014) Compartmentalized microbial 
composition, oxygen gradients and nitrogen fixation in the gut of Odontotaenius disjunctus. 
ISME J. 8:6-18. PMID: 23985746 

16. Kellogg, C. A., Piceno, Y. M., Tom, L. M., DeSantis, T. Z., Gray, M. A., Zawada, D. G., 
Andersen, G. L. (2013) Comparing bacterial community composition between healthy and White 
Plague-Like disease states in Orbicella annularis using PhyloChip™ G3 microarrays. PLoS One. 
8:e79801 PMID: 24278181 

17. Dubinsky, E. A., Conrad, M. E., Chakraborty, R., Bill, M., Borglin, S. E., Hollibaugh, J. T., 
Mason, O. U., Piceno, Y., Reid, F. C., Stringfellow, W. T., Tom, L. M., Hazen, T. C., Andersen, 
G. L. (2013) Succession of Hydrocarbon-Degrading Bacteria in the Aftermath of the Deepwater 
Horizon Oil Spill in the Gulf of Mexico. Environ. Sci. Technol. 47:10860-10867 PMID: 
23937111 

18. Cao, Y., Van De Werfhorst, L. C., Dubinsky, E. A., Badgley, B. D., Sadowsky, M. J., Andersen, 
G. L., Griffith, J. F., Holden, P. A. (2013) Evaluation of molecular community analysis methods 
for discerning fecal sources and human waste. Water Res. 47:6862-72. PMID: 23880215 



G. L. Andersen CV 3 

19. Zhang, R., Wu, Q., Piceno, Y. M., DeSantis, T. Z., Saunders, F. M., Andersen, G. L., Liu, W. T. 
(2013) Diversity of bacterioplankton in contrasting Tibetan lakes revealed by high-density 
microarray and clone library analysis. FEMS Microbiol Ecol. 86:277-87 PMID: 23837564 

20. Ding, G. C., Piceno, Y. M., Heuer, H., Weinert, N., Dohrmann, A. B., Carrillo, A., Andersen, G. 
L., Castellanos, T., Tebbe, C. C., Smalla, K. (2013) Changes of soil bacterial diversity as a 
consequence of agricultural land use in a semi-arid ecosystem. PLoS One. 8:e59497 PMID: 
23527207 

21. Closek, C. J., Sunagawa, S., Desalvo, M. K., Piceno, Y. M., DeSantis, T. Z., Brodie, E. L., 
Voolstra, C. R., Andersen, G. L., Medina, M. (2013) How Bacteria and Genes Reflect the Health 
States of Corals. Integrative and Comparative Biology 53: Supplement 1, E267. 

22. Mello, A., Ding, G. C., Piceno, Y. M., Napoli, C., Tom, L. M., DeSantis, T. Z., Andersen, G. L., 
Smalla, K., Bonfante, P. (2013) Truffle brûlés have an impact on the diversity of soil bacterial 
communities.  PLoS One. 8: e61945. PMID: 23667413 

23. Probst, A. J., Holman, H. Y., DeSantis, T. Z., Andersen, G. L., Birarda, G., Bechtel, H. A., 
Piceno, Y. M., Sonnleitner, M., Venkateswaran, K., Moissl-Eichinger, C. (2013) Tackling the 
minority: sulfate-reducing bacteria in an archaea-dominated subsurface biofilm. ISME J. 7: 635-
51. PMID: 23178669 

24. Korves, T. M., Piceno, Y. M., Tom, L. M., DeSantis, T. Z., Jones, B. W., Andersen, G. L., 
Hwang, G. M. (2013)  Bacterial communities in commercial aircraft high-efficiency particulate 
air (HEPA) filters assessed by PhyloChip analysis.  Indoor Air. 23:50-61 PMID: 22563927 

25. Lau, S. C., Zhang, R., Brodie, E. L., Piceno, Y. M., Andersen, G., Liu, W, T. (2013) 
Biogeography of bacterioplankton in the tropical seawaters of Singapore. FEMS Microbiol Ecol. 
84:259-69 PMID: 23237658 

26. Chakraborty R, Borglin SE, Dubinsky EA, Andersen GL, Hazen TC. (2012) Microbial response 
to the MC-252 oil and Corexit 9500 in the Gulf of Mexico. Front Microbiol. 3:357. 
PMID:23087678 

27. Vaishampayan, P., Probst, A. J., La Duc, M. T., Bargoma, E., Benardini, J. N., Andersen, G. L., 
Venkateswaran, K. (2012) New perspectives on viable microbial communities in low-biomass 
cleanroom environments. ISME J. 7: 312-24. PMID:23051695 

28. Hayden, H. L., Mele, P. M., Bougoure, D. S., Allan, C. Y., Norng, S., Piceno, Y. M., Brodie, E. 
L., DeSantis, T, Z., Andersen, G. L., Williams, A. L., Hovenden, M. J. (2012) Changes in the 
microbial community structure of bacteria, archaea and fungi in response to elevated CO2 and 
warming in an Australian native grassland soil. Environ Microbiol. 14:3081-96. PMID: 23039205 

29. Hwang, C., Ling, F., Andersen, G. L., LeChevallier, M. W., Liu, W. T. (2012) Microbial 
community dynamics of an urban drinking water distribution system subjected to phases of 
chloramination and chlorination treatments. Appl Environ Microbiol. 78:7856-65. PMID: 
22941076 

30. Vaziri, N. D., Wong, J., Pahl, M., Piceno, Y. M., Yuan, J., DeSantis, T. Z., Ni, Z., Nguyen, T. H., 
and G. L. Andersen (2012) Chronic kidney disease alters intestinal microbial flora. Kidney Int. 
83:308-15.PMID: 22992469 

31. Cruz-Martínez K, Rosling A, Zhang Y, Song M, Andersen GL, Banfield JF. (2012) Effect of 
rainfall-induced soil geochemistry dynamics on grassland soil microbial communities. Appl 
Environ Microbiol. 78:7587-95 PMID: 22904056 

32. Sercu B, Jones AD, Wu CH, Escobar MH, Serlin CL, Knapp TA, Andersen GL, Holden PA. 
(2012) The Influence of In Situ Chemical Oxidation on Microbial Community Composition in 
Groundwater Contaminated with Chlorinated Solvents. Microbiol Ecol. 65:39-49 PMID: 
22864851 

33. Beazley MJ, Martinez RJ, Rajan S, Powell J, Piceno YM, Tom LM, Andersen GL, Hazen TC, 
Van Nostrand JD, Zhou J, Mortazavi B, Sobecky PA. (2012) Microbial community analysis of a 
coastal salt marsh affected by the deepwater horizon oil spill. PLoS One. 7:e41305 PMID: 
22815990  



G. L. Andersen CV 4 

34. Tang, X., Freitak, D., Vogel, H., Ping, L., Shao, Y., Cordero, E. A., Andersen, G., Westermann, 
M., Heckel, D. G., Boland, W. (2012) Complexity and variability of gut commensal microbiota in 
polyphagous lepidopteran larvae. PLoS One. 7:e36978. PMID: 22815679 

35. Human Microbiome Consortium. (2012) A framework for human microbiome research.  Nature 
486:215-221. PMID: 22699610   

36. Human Microbiome Consortium. (2012) Structure, function and diversity of the healthy human 
microbiome.  Nature 486:207-214.  PMID: 22699609 

37. Reith, F, Brugger. J., Zammit, C. M., Gregg, A. L., Goldfarb, K. C., Andersen, G. L,, DeSantis, 
T. Z., Piceno, Y. M., Brodie, E. L., Lu, Z., He, Z., Zhou, J., Wakelin, S. A. (2012) Influence of 
geogenic factors on microbial communities in metallogenic Australian soils. ISME J. 6:2107-18 
PMID: 22673626 

38. Lam, V., J. E. Moulder, N. H. Salzman, E. A. Dubinsky, G. L. Andersen, J. E. Baker. (2012) 
Intestinal Microbiota as Novel Biomarkers of Prior Radiation Exposure. Radiation Research 177: 
573-583. PMID: 22439602 

39. Handley, K. M., Wrighton, K. C., Piceno, Y. M., Andersen, G. L., DeSantis, T. Z., Williams, K. 
H., Wilkins, M. J., N'guessan, A. L., Peacock, A., Bargar, J., Long, P. E., Banfield, J.F. (2012) 
 High-density PhyloChip profiling of stimulated aquifer microbial communities reveals a 
complex response to acetate amendment.  FEMS Microbiol Ecol. 8:188-204. PMID: 22432531 

40. Dubinsky, E.A., L. Esmaili, J. R. Hulls, Y. Cao, J. F. Griffith, G. L. Andersen. (2012) Application 
of Phylogenetic Microarray Analysis to Discriminate Sources of Fecal Pollution. Environmental 
Science & Technology 46: 4340-4347 PMID: 22360280 

41. Lee, P. K., Dill, B. D., Louie ,T. S., Shah, M., Verberkmoes, N. C., Andersen, G. L., Zinder, S. 
H., Alvarez-Cohen, L. (2012) Global Transcriptomic and Proteomic Responses of 
Dehalococcoides ethenogenes Strain 195 to Fixed Nitrogen Limitation. Appl Environ Microbiol. 
78:1424-1436. PMID: 22179257 

42. McDonald, D., Price, M. N., Goodrich, J., Nawrocki, E. P., DeSantis, T. Z., Probst, A., Andersen, 
G. L., Knight, R., Hugenholtz, P. (2012) An improved Greengenes taxonomy with explicit ranks 
for ecological and evolutionary analyses of bacteria and archaea. ISME J. 6:610-618.  PMID: 
22134646 

43. He, Z., Piceno, Y., Deng, Y., Xu, M., Lu, Z., DeSantis, T., Andersen, G., Hobbie, S. E., Reich, P. 
B., Zhou J. (2012)  The phylogenetic composition and structure of soil microbial communities 
shifts in response to elevated carbon dioxide. ISME J. 6:259-27. PMID: 21796217 

44. De Jesús-Laboy, K. M., Godoy-Vitorino, F., Piceno, Y. M., Tom, L. M., Pantoja-Feliciano, I. G., 
Rivera-Rivera, M. J., Andersen, G. L., Domínguez-Bello, M. G. (2012)  Comparison of the Fecal 
Microbiota in Feral and Domestic Goats.  Genes 3:1-18.  doi: 10.3390/genes3010001 

45. Wakelin, S. A., Anand, R. R., Reith, F., Gregg, A. L., Noble, R. R,, Goldfarb, K. C., Andersen, 
G. L., DeSantis, T. Z., Piceno, Y. M., Brodie, E. L. (2011) Bacterial communities associated with 
a mineral weathering profile at a sulphidic mine tailings dump in arid Western Australia. FEMS 
Microbiol Ecol. 79:298–311. PMID: 22092956 

46. Lee, P. K., Warnecke, F., Brodie, E. L., Macbeth, T. W., Conrad, M. E., Andersen, G. L., 
Alvarez-Cohen, L. (2012) Phylogenetic Microarray Analysis of a Microbial Community 
Performing Reductive Dechlorination at a TCE-Contaminated Site. Environ Sci Technol. 
46:1044-54. PMID: 22091783 

47. Kellogg, C. A., Piceno, Y. M., Tom, L. M., DeSantis, T. Z., Zawada, D. G., Andersen, G. L. 
(2011) PhyloChip™ microarray comparison of sampling methods used for coral microbial 
ecology. J Microbiol Methods. 88:103-109. PMID: 22085912 



G. L. Andersen CV 5 

48. García-Amado, M. A., Godoy-Vitorino, F., Piceno, Y. M., Tom, L. M., Andersen, G. L., Herrera, 
E. A., Domínguez-Bello, M. G. (2011) Bacterial Diversity in the Cecum of the World's Largest 
Living Rodent (Hydrochoerus hydrochaeris). Microb Ecol. 63:719-725 PMID:22083250 

49. Hwang, C., Ling, F., Andersen, G. L., Lechevallier, M. W., Liu, W. T. (2011) Evaluation of 
Methods for the Extraction of DNA from Drinking Water Distribution System Biofilms. 
Microbes Environ. 27:9-18 PMID:22075624 

50. Men, Y., Feil, H., Verberkmoes, N. C., Shah, M. B., Johnson, D. R., Lee, P. K., West, K. A., 
Zinder, S. H., Andersen, G. L., Alvarez-Cohen, L. (2011) Sustainable syntrophic growth of 
Dehalococcoides ethenogenes strain 195 with Desulfovibrio vulgaris Hildenborough and 
Methanobacterium congolense: global transcriptomic and proteomic analyses. ISME J. 6:410-421 
PMID:21881617 

51. DeAngelis, K. M., Wu, C. H., Beller, H. R., Brodie, E. L., Chakraborty, R., DeSantis, T. Z., 
Fortney, J. L., Hazen, T. C., Osman, S. R., Singer, M. E., Tom, L. M., Andersen, G. L. (2011) 
PCR amplification-independent methods for detection of microbial communities by the high-
density microarray PhyloChip. Appl. Environ. Microbiol. 77:6313-6322 PMID: 21764955 

52. Van Trump JI, Wrighton KC, Thrash JC, Weber KA, Andersen GL, Coates JD. (2011)  Humic 
acid-oxidizing, nitrate-reducing bacteria in agricultural soils. MBio 2:e00044-11 PMID: 
21750120  

53. Banning NC, Gleeson DB, Grigg AH, Grant CD, Andersen GL, Brodie EL, Murphy DV. 2011. 
Soil microbial community successional patterns during forest ecosystem restoration. Appl 
Environ Microbiol. 77:6158-6164. PMID: 21724890 

54. Cooper, M., La Duc, M. T., Probst, A., Vaishampayan, P., Stam, C., Benardini, J.,N., Piceno, 
Y.,M., Andersen, G. L.,  Venkateswaran, K. (2011) Assessing the Cleanliness of Surfaces: 
Innovative Molecular Approaches vs. Standard Spore Assays. Appl. Environ. Microbiol. 
77:5438-5444. PMID: 21652744  

55. Mendes, R., Kruijt, M., de Bruijn, I., Dekkers, E., van der Voort, M., Schneider, J. H., Piceno, Y. 
M., DeSantis, T. Z., Andersen, G. L., Bakker, P. A, and Raaijmakers, J. M. (2011) Deciphering 
the rhizosphere microbiome for disease-suppressive bacteria Science 332:1097-1100. PMID: 
21551032 

56. Kelly, L. C., Cockell, C. S., Herrera-Belaroussi, A., Piceno, Y., Andersen, G., DeSantis, T., 
Brodie, E., Thorsteinsson, T., Marteinsson, V., Poly, F., Leroux, X. (2011) Bacterial diversity of 
terrestrial crystalline volcanic rocks, Iceland. Microb. Ecol. 62:69-79 2011. PMID 21584756 

57. DeSantis, T. Z., Keller, K., Karaoz, U., Alekseyenko, A. V., Singh, N. N,, Brodie, E. L., Pei, Z., 
Andersen, G. L., Larsen, N.(2011) Simrank: Rapid and sensitive general-purpose k-mer search 
tool. BMC Ecol. 11:11. PMID: 21524302 

58. Swarbreck, S. M., Lindquist, E. A., Ackerly, D. D., and Andersen, G. L. (2011) Analysis of Leaf 
and Root Transcriptomes of Soil-Grown Avena barbata Plants. Plant Cell Physiol. 52:317-32. 
PMID: 21310848 

59. Lee, P. K., Cheng, D., Hu, P., West, K. A., Dick, G. J., Brodie, E. L., Andersen, G. L., Zinder, S. 
H., He, J., and Alvarez-Cohen, L. (2011) Comparative genomics of two newly isolated 
Dehalococcoides strains and an enrichment using a genus microarray. ISME J. 6:1014-1024. 
PMID: 21228894 

60. Weinert, N., Piceno, Y., Ding, G. C., Meincke, R., Heuer, H., Berg, G., Schloter, M., Andersen, 
G., and Smalla, K. (2011) PhyloChip hybridization uncovered an enormous bacterial diversity in 
the rhizosphere of different potato cultivars: many common and few cultivar-dependent taxa. 
FEMS Microbiol Ecol. 75:497-506. PMID: 21204872 

61. Nelson, T. A., Holmes, S., Alekseyenko, A. V., Shenoy, M., DeSantis, T., Wu, C. H., Andersen, 
G. L., Winston, J., Sonnenburg, J., Pasricha, P.J., and Spormann, A. (2011) PhyloChip 
microarray analysis reveals altered gastrointestinal microbial communities in a rat model of 
colonic hypersensitivity. Neurogastroenterol. Motil. 23:169-177 PMID: 21129126 

62. Parnell, J. J., Rompato, G., Latta, L. C., Pfrender, M. E., Van Nostrand, J. D., He, Z., Zhou, J., 
Andersen, G., Champine, P., Ganesan, B., Weimer, B.C. (2010) Functional biogeography as 



G. L. Andersen CV 6 

evidence of gene transfer in hypersaline microbial communities. PLoS One. 2010 5:e12919. 
PMID: 20957119 

63. Xia, S., Duan. L., Song, Y., Li, J., Piceno, Y. M., Andersen, G. L., Alvarez-Cohen, L., Moreno-
Andrade, I., Huang, C. L., and Hermanowicz, S. W. (2010) Bacterial Community Structure in 
Geographically Distributed Biological Wastewater Treatment Reactors. Environ Sci Technol. 
44:7391-7396. PMID: 20812670 

64. Hazen, T. C., Dubinsky, E. A., Desantis, T. Z., Andersen, G. L., Piceno, Y. M., Singh. N. et. al. 
(2010) Deep-Sea Oil Plume Enriches Indigenous Oil-Degrading Bacteria. Science. 330:204-208 
PMID: 20736401 

65. Vaishampayan, P., Osman, S., Andersen, G., and Venkateswaran, K. (2010) High-density 16S 
microarray and clone library-based microbial community composition of the phoenix spacecraft 
assembly clean room. Astrobiology 10:499-508. PMID: 20624058 

66. Wu, C. H., Sercu, B., Van de Werfhorst, L. C., Wong, J., DeSantis, T. Z., Brodie, E. L., Hazen, T. 
C., Holden, P. A., and Andersen, G. L. (2010) Characterization of coastal urban watershed 
bacterial communities leads to alternative community-based indicators. PLoS One. 5:e11285 
PMID: 20585654 

67. Cox, M. J, Allgaier, M., Taylor, B., Baek, M. S., Huang, Y. J., Daly, RA, Karaoz, U., Andersen, 
G. L., Brown, R., Fujimura, K. E., Wu, B., Tran, D., Koff, J,. Kleinhenz, M. E., Nielson, D., 
Brodie, E. L., and Lynch, S. V. (2010) Airway microbiota and pathogen abundance in age-
stratified cystic fibrosis patients. PLoS One. 5:e11044 PMID: 20585638 

68. Schatz, M. C., Phillippy, A. M., Gajer, P., DeSantis, T. Z., Andersen, G. L., and Ravel, J. (2010) 
Integrated microbial survey analysis of prokaryotic communities for the PhyloChip Microarray. 
Appl Environ Microbiol. 2010 Appl. Environ. Microbiol. 76: 5636-5638. PMID: 20581189 

69. Hong, P. Y, Hwang, C., Ling, F., Andersen, G. L., Lechevallier, M. W., and Liu, W. T. (2010) 
Analysis of bacterial biofilm communities in water meters of a drinking water distribution system 
via pyrosequencing. Appl Environ Microbiol. 76:5631-5635. PMID: 20581188 

70. Wrighton, K. C., Virdis, B., Clauwaert, P., Read, S. T., Daly, R. A, Boon, N., Piceno, Y., 
Andersen, G. L., Coates, J. D, and Rabaey, K. (2010) Bacterial community structure corresponds 
to performance during cathodic nitrate  reduction. ISME J. 4:1443-1455. PMID: 20520654 

71. Kelly, L. C., Cockell, C. S., Piceno, Y. M., Andersen, G. L., Thorsteinsson, T., and Marteinsson, 
V. (2010) Bacterial Diversity of Weathered Terrestrial Icelandic Volcanic Glasses. Microb Ecol. 
60:740-752. PMID: 20473490 

72. Durso, L. M., Harhay, G. P., Smith, T. P., Bono, J. L, Desantis, T. Z., Harhay, D. M., Andersen, 
G. L., Keen. J. E., Laegreid, W. W., and Clawson, M.L. (2010) Diversity of beef cattle fecal 
microbiota varies by individual. Appl Environ Microbiol. 76:4858-62.  PMID: 20472731 

73. Caporaso, J. G., Bittinger, K., Bushman, F. D., Desantis, T. Z., Andersen, G. L., and Knight, R.  
(2010) PyNAST: A flexible tool for aligning sequences to a template alignment.  Bioinformatics  
26:266-267. PMID: 19914921 

74. Rastogi, G., Osman, S., Kukkadapu, R., Engelhard, M., Vaishampayan, P. A., Andersen, G. L., 
Sani RK. (2010) Microbial and Mineralogical Characterizations of Soils Collected from the Deep 
Biosphere of the Former Homestake Gold Mine, South Dakota. Microb Ecol. 59:94-108. PMID: 
20386898 

75. Probst, A., Vaishampayan, P., Osman, S., Moissl-Eichinger, C., Andersen, G. L., Venkateswaran 
K. (2010) Diversity of anaerobic microbes in spacecraft assembly clean rooms. Appl Environ 
Microbiol. 76:2837-45. PMID: 20228115 

76. Kuramae, E. E., Gamper, H. A., Yergeau, E., Piceno, Y. M., Brodie, E. L., DeSantis, T. Z., 
Andersen, G. L., van Veen, J. A., and Kowalchuk, G. A. (2010) Microbial secondary succession 
in a chronosequence of chalk grasslands. ISME J. 4:711-5. PMID: 20164861 

77. Maier, R. M., Palmer, M. W., Andersen, G. L., Halonen, M. J., Josephson, K. C., Maier, R. S., 
Martinez, F. D., Neilson, J. W., Stern, D. A., Vercelli, D., and Wright, A. L. (2010) 
Environmental determinants of and impact on childhood asthma by the bacterial community in 
household dust. Appl Environ Microbiol. 76:2663-7. PMID: 20154107 
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78. Rastogi, G., Osman, S., Vaishampayan, P. A., Andersen, G. L., Stetler, L.D., and Sani, R.K. 
(2009) Microbial Diversity in Uranium Mining-Impacted Soils as Revealed by High-Density 16S 
Microarray and Clone Library. Microb Ecol. 59:94-108. PMID: 19888627 

79. Fan, C., Lee, P. K, Ng, W. J., Alvarez-Cohen, L., Brodie, E. L., Andersen, G. L., and He, J. 
(2009) Influence of trace erythromycin and eryhthromycin-H2O on carbon and nutrients removal 
and on resistance selection in sequencing batch reactors (SBRs). Appl Microbiol Biotechnol. 
85:185-95. PMID: 19727707 

80. La Duc, M. T., Osman, S., Vaishampayan, P., Piceno, Y., Andersen, G., Spry. J.A., and 
Venkateswaran, K. (2009) Comprehensive census of bacteria in clean rooms by using DNA 
microarray and cloning methods. Appl Environ Microbiol. 75:6559-6567. PMID: 19700540 

81. Wu, C. H., Bernard, S. M., Andersen, G. L., Chen, W. (2009) Developing microbe-plant 
interactions as biotechnological tools. Microbial Biotechnology 2:428-440. PMID: 21255275 

82. Johnson, D. R., Nemir,  A., Andersen,  G. L., Zinder, S. H., Alvarez-Cohen L. (2009) 
Transcriptomic microarray analysis of corrinoid responsive genes in Dehalococcoides 
ethenogenes strain 195. FEMS Microbiol. Lett. 294:198-206. PMID: 19341394 

83. Cruz-Martínez, K., Suttle, K. B., Brodie, E. L., Power, M. E., Andersen, G. L., Banfield, J. F. 
(2009) Despite strong seasonal responses, soil microbial consortia are more resilient to long-term 
changes in rainfall than overlying grassland.  ISME J. 3: 738-744. PMID: 19279669 

84. Sagaram, U. S., DeAngelis, K. M., Trivedi, P., Andersen, G. L., Lu, S. E., Wang, N. (2009) 
Bacterial diversity analysis of Huanglongbing pathogen-infected citrus using PhyloChips and 16S 
rDNA clone library sequencing.  Appl. Env. Micro. 75:1566-1574. PMID: 19151177 

85. Sunagawa, S., DeSantis, T. Z., Piceno, Y. M., Brodie, E. L., DeSalvo, M. K., Voolstra, C. R., 
Weil, E., Andersen, G. L., Medina, M. (2009) Bacterial diversity and White Plague Disease-
associated community changes in the Caribbean coral Montastraea faveolata. ISME J. 3:512-521. 
PMID: 19129866 

86. Yergeau, E., Schoondermark-Stolk, S. A., Brodie, E. L., Déjean, S., DeSantis, T. Z., Gonçalves, 
O., Piceno, Y. M., Andersen, G. L., Kowalchuk, G.A. (2008) Environmental microarray analyses 
of Antarctic soil microbial communities. ISME J. 3:340-351. PMID: 19020556 

87. DeAngelis, K. M., Brodie, E. L., DeSantis, T. Z., Andersen, G. L., Lindow, S. E., Firestone, M. 
K. (2008) Selective progressive response of soil microbial community to wild oat roots. ISME J. 
3:168-178 PMID: 19005498 

88. Tsiamis, G., Katsaveli, K., Ntougias, S., Kyrpides, N., Andersen, G., Piceno, Y., Bourtzis, K. 
(2008) Prokaryotic community profiles at different operational stages of a Greek solar saltern. 
Research in Microbiology 159:609-627 

89. Chivian, D., Brodie, E. L., Alm, E. J., Culley, D. E., Dehal, P. S., DeSantis, T. Z., Gihring, T. M., 
Lapidus A, Lin, L. H., Lowry, S. R., Moser, D. P., Richardson, P. M., Southam, G., Wanger, G., 
Pratt, L. M, Andersen, G. L., Hazen, T. C., Brockman, F. J., Arkin, A. P., Onstott, T. C. (2008) 
Environmental genomics reveals a single-species ecosystem deep within Earth. Science 322:275-
278. PMID: 18845759 

90. Wrighton, K. C., Agbo, P., Warnecke F., Weber, K. A., Brodie, E. L., Desantis, T. Z., 
Hugenholtz, P., Andersen, G. L., and Coates, J. D. (2008) A novel ecological role of the 
Firmicutes identified in thermophilic microbial fuel cells. ISME J. 2008 2:1146-1156. PMID: 
18769460 

91. Liu, Z., Desantis, T. Z., Andersen, G. L., and Knight R. (2008) Accurate taxonomy assignments 
from 16S rRNA sequences produced by highly parallel pyrosequencers. Nucleic Acids Res. 
36:e120 

92. West, K. A., Johnson, D. R., Hu, P., DeSantis, T. Z., Brodie, E. L., Lee, P. K. H., Feil, H., 
Andersen, G. L., Zinder, S. H., and Alvarez-Cohen, L. (2008) Comparative genomics of 
"Dehalococcoides ethenogenes" 195 and an enrichment culture containing unsequenced 
"Dehalococcoides" strains. Appl. Env. Micro. 74:3533-3540. 

93. Vogler A. J., Driebe E. M., Lee J., Auerbach R. K, Allender C. J., Stanley M., Kubota K., 
Andersen G. L., Radnedge L., Worsham P. L., Keim P, Wagner D. M. (2008) Assays for the 
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rapid and specific identification of North American Yersinia pestis and the common laboratory 
strain CO92. Biotechniques 44: 201-207. 

94. Johnson, D. R., Brodie, E. L., Hubbard, A. E., Andersen, G. L., Zinder, S. H., and Alvarez-
Cohen, L. (2008) Temporal transcriptomic microarray analysis of "Dehalococcoides 
ethenogenes" strain 195 during the transition into stationary phase. Appl. Env. Micro. 74:2864-
2872. 

95. Dalevi D, Desantis T. Z., Fredslund J., Andersen G. L., Markowitz V. M., and Hugenholtz, P. 
(2008) Automated group assignment in large phylogenetic trees using GRUNT: GRouping, 
Ungrouping, Naming Tool. BMC Bioinformatics 8:402. 

96. Hillson, N. J., Hu, P., Andersen, G. L., and Shapiro, L. (2007) Caulobacter crescentus as a 
Whole-Cell Uranium Biosensor. Appl. Env. Micro. 73: 7615-7621 

97. DeSantis, T. Z., Brodie, E. L., Moberg, J. P., Zubieta, I. X., Piceno, Y. M. and Andersen, G. L. 
(2007) High-density universal 16S rRNA microarray analysis reveals broader diversity than 
typical clone library when sampling the environment. Microb. Ecol. 53:371-383. 

98. Lynch, S. V., Dixon, L., Benoit, M. R., Brodie, E. L., Keyhan, M., Hu, P., Ackerley D. F., 
Andersen, G.L., and Matin, A. (2007) Role of the rapA Gene in Controlling Antibiotic Resistance 
of Escherichia coli Biofilms. Antimicrob. Agents Chemother. 51:3650-3658. 

99. Flanagan, J. L., Brodie, E. L., Weng, L., Lynch, S. V., Garcia, O., Brown, R., Hugenholtz, P., 
DeSantis, T. Z., Andersen, G. L., Wiener-Kronish, J. P. and Bristow, J. (2007) Decline in 
bacterial diversity of intubated patients colonized with Pseudomonas aeruginosa. J. Clin. 
Microbiol. 45:1954-1962 

100. Brodie, E. L., Desantis, T. Z., Parker, J. P., Zubietta, I. X., Piceno, Y. 
M., and Andersen, G. L. (2007) Urban aerosols harbor diverse and dynamic bacterial 
populations. Proc Natl Acad Sci. 104:299-304. 

101. Wilson, K. H., Brown, R. S., Andersen, G. L., Tsang, J., and Sartor, 
B., 2006 (2006) Comparison of fecal biota from specific pathogen free and feral mice. Anaerobe 
12:249-253. 

102. Lin, L. H., Wang, P. L., Rumble, D., Lippmann-Pipke, J., Boice, E., 
Pratt, L. M., Sherwood Lollar, B., Brodie, E. L., Hazen, T. C., Andersen, G. L., DeSantis, T. Z., 
Moser, D. P., Kershaw, D., and Onstott, T. C., (2006) Long-term sustainability of a high-energy, 
low-diversity crustal biome. Science 314:479-482. 

103. Brodie, E. L., DeSantis, T. Z., Joyner, D. C., Baek, S. M., Larsen, J. 
T., Andersen, G. L., Hazen, T.C., Richardson, P. M., Herman, D. J., Tokunaga, T. K., Wan, J. M., 
and Firestone, M. K., (2006) Application of a high-density oligonucleotide microarray approach 
to study bacterial population dynamics during uranium reduction and reoxidation. Appl. Env. 
Micro. 72:6288-6298. 

104. DeSantis, T. Z. Jr., Hugenholtz, P., Keller, K., Brodie, E. L., Larsen, N., Piceno, Y.M., 
Phan, R., and Andersen, G. L., (2006) NAST: a multiple sequence alignment server for 
comparative analysis of 16S rRNA genes. Nucleic Acids Res. 34 (Web Server issue): W394- 
W399. 

105. DeSantis, T. Z., Brodie, E. L., Moberg, J. P., Zubieta, I. X., Piceno, Y. M. and Andersen, 
G. L. (2007) High-density universal 16S rRNA microarray analysis reveals broader diversity than 
typical clone library when sampling the environment. Microb. Ecol. 53:371-383. 

106. Chain, P. S. G., Hu, P., Malfatti, S. A., Radnedge, L., Larimer, F., Vergez, L. M., 
Worsham, P., Chu, M. C., and Andersen, G. L., (2006) Complete genome sequence of Yersinia 
pestis strains Antiqua and Nepal516: evidence of gene reduction in an emerging pathogen. J. 
Bacteriol. 188: 4453-4463. 

107. Clavijo, R. I., Loui, C., Andersen, G. L., Riley, L. W., and Lu, S., (2006)  Identification 
of genes associated with survival of Salmonella enterica serovar Enteritidis in chicken egg 
albumen. Appl. Env. Micro. 72:1055-1064. 

108. Hu, P., Brodie, E. L., Suzuki, Y., McAdams, H. H., and Andersen, G. L. (2005) Whole-
genome transcriptional analysis of heavy metal stresses in Caulobacter crescentus. J. Bacteriol. 
187:8437-8449. 
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109. DeSantis, T. Z., Stone, C. E., Murray, S. R., Moberg, J. P., and Andersen, G. L. (2005) 
Rapid quantification and taxonomic classification of environmental DNA from both prokaryotic 
and eukaryotic origins using a microarray. FEMS Micro. Lett. 245: 271-278. 

110. DeSantis, T. Z., Dubosarskiy, I., and Andersen, G. L. (2003) Comprehensive aligned 
sequence construction for automated design of effective probes (CASCADE-P) using 16S rDNA. 
Bioinformatics 19: 1461-1468 

111. Radnedge, L., Agron, P. G., Hill, K. H., Jackson, P. J., Ticknor, L. O., Keim, P, and 
Andersen, G. L. (2003) Genome differences that distinguish Bacillus anthracis from Bacillus 
cereus and Bacillus thuringiensis. Appl. Env. Micro. 69:2755-2764. 

112. Agron, P. G., Sobecky, P., and Andersen, G. L. (2002) Establishment of uncharacterized 
plasmids in Escherichia coli by in vitro transposition. FEMS Microbiology Letters 217: 249-254. 

113. Agron, P. G., Macht, M., Radnedge, L., Skowronski, E. W., Miller, W., and Andersen, G. 
L. (2002) Use of subtractive hybridization to survey comprehensively prokaryotic genomic 
differences. FEMS Microbiology Letters 211: 175-182. 

114. Radnedge, L., Agron, P. G., Worsham, P. L., and Andersen, G. L. (2002) Genome 
plasticity in Yersinia pestis. Microbiology 148: 1687-1698. 

115. Wilson, K. H., Wilson, W. J., Radosevich, J. L., DeSantis, T. Z., Viswanathan, V. S., 
Kuczmarski, T. A., and Andersen, G. L. (2002) High density microarray of small subunit 
ribosomal DNA probes. Appl. Env. Micro. 68: (5) 2535-2541. 

116. Wilson, W. J., Strout, C. L., DeSantis, T. Z., Stilwell, J. L., Carrano, A. V., and 
Andersen, G. L. (2002) Sequence specific identification of 18 pathogenic microorganisms using 
microarray technology. Molecular and Cellular Probes 16: (2) 119-127. 

117. Radosevich, J. L., Wilson, W. J., Shinn, J. H., DeSantis, T. Z., and Andersen, G. L. 
(2002) Development of a high-volume aerosol collection system for the identification of airborne 
microorganisms. Lett. Appl. Micro. 34:162-167. 

118. Radnedge, L., Gamez-Chin, S., McCready, P. M., Worsham, P. L. and Andersen, G. L. (2001) 
Identification of nucleotide sequences for the specific and rapid detection of Yersinia pestis.  
Appl. Env. Micro. 67: (8) 3759-3762 

119. Agron, P. G., Walker, R. L., Kinde, H., Sawyer, S. J., Hayes, D. C., Wollard, J., and Andersen, 
G. L. (2001) Identification by subtractive hybridization of sequences specific for Salmonella 
enterica serovar Enteritidis. Appl. Env. Micro. 67: (11) 4984-4991 

120. Skowronski, E. W.; Armstrong, N, Andersen, G. L., Macht, M., and McCready, P. M. (2000) 
Magnetic, microplate-format plasmid isolation protocol for high-yield, sequencing-grade DNA. 
Biotechniques 29: 786-792. 

121. Bogush, M. L., Velikodvorskaya, T. V., Lebedev, Y. B., Nikolaev, L. G., Lukyanov, S. A., 
Fradkov, A. F., Pliyev, B. K., Boichenko, M. N., Usatova, G. N., Vorobiev, A. A., Andersen, G. 
L., and Sverdlov E. D. (1999) Identification and localization of differences between Escherichia 
coli and Salmonella typhimurium genomes with the use of suppressive subtractive hybridization. 
Molecular and General Genetics  262: 721-729 

122. Andersen, G. L., Beattie, G. A., and Lindow, S. E., (1998) Molecular characterization and 
sequence of a methionine biosynthetic locus from Pseudomonas syringae  J. Bacteriol. 180: 
4497-4507. 

123. Andersen, G. L., Simchock, J., and Wilson, K. H. (1996).  Identification of a region of genetic 
variability among Bacillus anthracis strains and related species. J. Bacteriol. 178: 377-384. 

124. Lindow, S. E., and Andersen, G. L. (1996) Influence of immigration on epiphytic bacterial 
populations on navel orange leaves. Appl. Env. Micro. 62: 2978-2987. 

125. Andersen, G. L., Harrell, L., and Wilson, K. H. (1995)  Genetic variability of Bacillus anthracis 
and related species. J. Clin. Microbiol. 33: 1847-1850. 

126. Lindow, S., Andersen, G., and Beattie, G. (1993) Characteristics of insertional mutants of 
Pseudomonas syringae with reduced epiphytic fitness. Appl. Env. Micro. 59:1593-1601. 

127. Andersen G. L., Menkissoglou, O., and Lindow, S. E. (1991) Occurrence and properties of 
copper-tolerant strains of Pseudomonas syringae isolated from fruit-trees in California. 
Phytopathology 81:648-656. 
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 (d) Book chapters: 
 
1. Andersen, G. L., He. Z., DeSantis, T. Z., Brodie, E. L., and Zhou, J. (2010) The Use of Microarrays 

in Microbial Ecology, pp 87-110. In Liu, W.T. and Jansson J. K. (ed), Environmental Molecular 
Microbiology. Caister Academic Press (January, 2010).  ISBN 978-1-904455-52-3 

2. Andersen, G. L., Frisch, A.S., Kellogg, C.A., Levetin, E., Lighthart, B., Paterno, D. (2009) 
Aeromicrobiology/Air Quality. In Schaechter, M (editor-in-chief) Encyclopedia of Microbiology, 
Third Edition. Academic Press (May 15, 2009). ISBN 978-0-12-373939-1 

3. Brodie, E. L., DeSantis, T.Z., Piceno, Y. M. and Andersen, G. L. (2009) High density DNA 
microarray analysis for monitoring microbial community composition and dynamics. In 
Kowalchuck, G.A. (ed), Molecular Microbial Ecology Manual. Kluwer Academic Publishers. (In 
press.) 

4. Andersen, G.L., Piceno, Y. M., DeSantis, T. Z. and Brodie, E. L. (2006) What DNA Microarrays Can 
Tell Us About Bacterial Diversity: A New Light on an Old Question. In Bailey, M.J. (ed), 
Microbial Ecology of Aerial Plant Surfaces Oxford University Press, pp. 251-267.  ISBN 978-
1845930-61-5 

 
(e) Research interests and experience: 
 
I am interested in using molecular approaches to study the dynamics of microbial community structure in 
the environment. This includes the development of new techniques to dissect the microbial diversity of 
complex ecosystems.  The long-term goal of this research is to integrate different fields of biology (i.e., 
genomics, ecology, molecular biology, proteomics and bioinformatics) to provide insight into the 
interactions of environmental microorganisms under stressful conditions.  My current research focuses on 
the microbial ecology of airborne and aquatic bacteria with an emphasis on the natural distribution of 
pathogens in the environment.  I have developed numerous microarray systems for the measurement of 
microbial diversity and the identification of bacterial communities by 16S and other gene sequences.  I 
have also used microarrays for whole genome expression of genes in response to environmental stimuli. 
 
(f) Professional Service and Activities: 
 
1999- Ad hoc reviewer for the following journals; PNAS, Nature Biotechnology, FEMS 

Microbiology Ecology, FEMS Microbiology Letters, Environmental Microbiology, 
Anaerobe, Journal of Bacteriology, Journal of Clinical Microbiology, Microbial Ecology, 
Atmospheric Chemistry and Physics. 

2000-2003 Member, Joint DOE-DTRA Task Force on Microbial Backgrounds. Washington D.C. 
2001- Science Advisor to the Einstein Institute for Science, Health & the Courts (EINSHAC), 

Washington, D.C. 
2001-2003 Advisory Committee for Air Force Technical Applications Center, Patrick AFB, FL 
2003-2004 Member, LBNL Institutional Biosafety Committee. 
2004- Editorial Board of Applied and Environmental Microbiology 
2006-   Genomic Aerobiology Working Group, Alfred P. Sloan Foundation. 
2008- Co-founder and member of Scientific Advisory Board, Second Genome Inc. 
2009- Alfred P. Sloan Foundation Scientific Advisory Board Microbiology of the Built 

Environment. 
2010-  Editorial Board of ISME Journal. 
2011-  Head, LBNL Institutional Biosafety Committee. 
 
(g) Honors: 
 
1993 Teaching Effectiveness Award. University of California, Berkeley, CA, 1993 
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2000 NAI Directorate Award, LLNL, Livermore, CA. 
2002 Directors Award, LLNL, Livermore, CA. 
2008 R&D 100 Award for Berkeley PhyloChip. 
2008 Overall Bronze Medal winner, and Environment category winner, Wall Street Journal 

Technology Innovation Awards. 
2012 Directors Award for Exceptional Achievement, Lawrence Berkeley Lab. 
 
(h) Research Supervision: 
 
Graduate Committees: 
Feng Ju, University of Hong Kong 
Shailendra Mishra, National University of Singapore 
Fotis Bekris, University of Crete 
Alex Probst, University of Regensburg  
Collin Closek, UC Merced 
Mareike Viebahn, Utrecht University  
Shini Sunagawa, UC Merced  
Rebecca Daly, UC Berkeley,  
Pei-Ying Hong, National University of Singapore 
 
Post Doctoral Associates: 
Cinta Gomez-Sylvan, May 2014 – present 
Eric Dubinsky, January 2010 – January 2014 
Kristen DeAngelis, October 2011– June 2013 
Cindy Wu, April 2009 – May 2012 
Stéphanie Bernard September 2006 – June 2009 
Eoin Brodie, March 2004 – November 2005 
Peter Agron, October 1999 – December 2002 
Lyndsay Radnedge, November 1997 – May 1999 
 
(j)  Patents: 
 

• Using phylogenetic probes for quantification of stable isotope labeling and microbial community 
analysis US Patent 8,906,610 awarded December 9, 2014 

• Array for detecting microbes. US Patent 8,771,940 awarded July 8, 2014 
• Heavy metal biosensor, US Patent 8,697,388 awarded April 15, 2014 
• Nucleotide sequences specific to Francisella tularensis and methods for the detection of 

Francisella tularensis, 7,494,778 awarded February 24, 2009 
• Nucleotide sequences specific to Brucella and methods for the detection of Brucella, US Patent 

7,494,773 awarded February 24, 2009 
• Nucleotide sequences specific to Yersinia pestis and methods for the detection of Yersinia pestis, 

US Patent 7,494,772, awarded February 24, 2009 
• Method for the detection of Salmonella enterica serovar Enteritidis, US Patent 7,442,517, 

awarded October 28, 2008 
• Nucleotide sequences specific to Francisella tularensis and methods for the detection of 

Francisella tularensis, US Patent 7,172,868, awarded February 6, 2007 
 
 
 
 


